PHINDEN

PHASEFORM SENSORLESS
ADAPTIVE OPTICS SOFTWARE

PHINDEN is Phaseform’s turnkey software package
that incorporates an intuitive graphical user interface
for sensorless, image-based adaptive optics (AO)
microscopy. PHINDEN automatically estimates
aberrations and applies corrections via the
Deformable Phase Plate (DPP) to enhance
resolution, signalto-noise ratio (SNR), and contrast.
PHINDEN runs seamlessly in the background
alongside native microscope control software,
allowing you to preserve your existing workflow.
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Brings the power of image-based adaptive optics to your
fingertips — just a few mouse clicks to optimize image quality
during live acquisiton.
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Enables plug-and-play adaptive optics 150
Provides a streamlined path to full AO integration, combining
Phaseform’s DPP with minimal hardware and software setup,
with minimal disruption to your workflow.
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Seamlessly integrates with native control software 00
Runs in the background alongside platforms like uManager &
Scanlmage, allowing users to operate their microscopes as

usual. i
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Adapts to diverse modalities and specimen types
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CASE STUDIES
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(&) LabVIEW*
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2D point spread function

Single-Molecule Localization Microscopy (SMLM) of
mobile ATTO488-DOPE in a supported lipid bilayer using
TIRF illumination (Zeiss Plan-Apochromat 100x/1.46). AO
correction symmetrizes the PSF and improves localization
accuracy and effective resolution.

TU Wien. Courtesy of Dr. Mario Brameshuber.

*Requires verification of compatibility using a special script or during a remote session.

SYSTEM REQUIREMENTS

Python
pMManager

Scanlmage

ZenBlue
Thorlmage

Minimum version 3.8, Maximum version 3.12

Version: yManager 2.0

MATLAB: version R2020b and higher

Scanlmage: version >=2019aR0

Widows: Supported on Windows 7 SP1,8.1,10, 11.

Tested on: ZEN 3.2

Tested on: special version (2025 latest) provided by Thorlabs

YOUR DESIRED CONTROL SOFTWARE NOT LISTED?

Contact us to explore possibilities for integrating PHINDEN with your specific system. We'll make it happen!

DISCLAIMER

All specifications are preliminary and subject to change without notice. No representation or warranty, either
expressed or implied, is made as to the reliability, completeness, or accuracy of this specification sheet.

CONTACT US

Get in touch with us today for a live demo!

Phaseform GmbH
Georges-Kohler-Allee 302
79110 Freiburg i.B.
Germany

Phaseform is supported by
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www.phaseform.com
info@phaseform.com
+4976121608000
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